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weight DNA 2206 (TT) 
radiolabeling 6 (TT) 
recovery from agarose gels 

81 (TT) 
repair 123 (M), 149 
sequencing, Drosophila 355 
synthesis in yeasts 376 

dorsoventral pattern formation, 

Drosophila 122 (M), 

191 (M) 

Drosophila melanogaster 220 (BR) 
achaete-scute complex 202 
B52 protein 10 (M) 
cell ablation 157 (M) 
decapentaplegic (dpp) gene 

122 (M), 191 (M) 
dorsoventral pattern formation 

122 (M), 191 (M) 
engrailed (en) gene 243 
Gart locus 334 (M) 
gastrulation 127 
genome mapping 70 
genomic variability 355 
HOM-C complex 298 
intrasegmental patterning 237, 

243 
Kriippel gene 191 (M) 
metamorphosis 132 
myogenesis 148 
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neurogenesis 83 (M), 202 

Notch locus 375 (M) 

P element transposition 329 

position-effect variegation 169 

preparation of high molecular 
weight DNA 371 (TT) 

rDNA arrays 335 

runt gene 83 (M) 

salivary gland determination 


122 (M) 

sensory organ patterning 
334 (M) 

sex determination 156 (M), 207, 
261 


temporal regulation of 
embryogenesis 124 
wingless (wg) gene 237, 243 
Duchenne muscular dystrophy 
122 (M), 191 (M) 
dystrophin abnormalities 122 (M) 


ecdysone: control of metamorphosis 


132 
editing, RNA 322 
embryogenesis 38 (BR), 39 (BR) 


axis formation 158, 223 
dorsoventral pattern formation, 


Drosophila 191 (M) 
gastrulation, mouse 2066 (M), 
333 (M) 


intrasegmental patterning, 
Drosophila 243 
lens induction 349 
mesoderm induction 158 
mouse 37 (BR), 274, 362 (BR) 
myogenesis, mammalian 144 
nephrogenesis 19 
neurogenesis, Drosophila 
334 (M) 
plant 66, 109, 375 (M) 
postimplantation morphogenesis, 
mouse 37 (BR) 
skeletal development 97 
temporal regulation 124 
Xenopus 186 (BR), 239 
embryonic stem (ES) cells: freezing 
and recovering clones 
6 (TT) 
engrailed (en) gene, Drosophila 
243, 299 
enhancers see promoter/enhancer 
epistasis analysis 312 
ES (embryonic stem) cells: freezing 
and recovering clones 
6 (TT) 
Escherichia coli 
DNA inversions 457 
protein secretion 317 
stress-induced expression of 
operon 50 (M) 
ETS gene, human 157 (M) 
evolution 
Gart locus, Drosophila 334 (M) 


202, 


fas gene, mouse 


gene scrambling 444 
genome variability, Drosophila 
355 
morphological, maize 302 
plant—pathogen coevolution 
213 
sex determination genes, 
Drosophila 201 
transcriptional mechanism in 
eukaryotes 27 
Evx genes, mouse 266 (M) 
exon shuffling 157 (M) 
exon trapping 41 
extramacrochaetae gene, Drosophila 
334 (M) 
eye disease, human 85 


192 (M) 
fatal familial insomnia (FFI) 123 (M) 


feminization (fem) genes, C. 


elegans 1064 
fem-3 gene 207 (M) 
fertilization: higher plants 381 
fibroblast growth factor (FGF): 
Xenopus 158 
fingerprinting, DNA 45, 82 (TT) 
focal adhesion kinase (pp125f4) 
267 (M) 


fork head ( fkh) gene, Drosophila 


122 (M) 
fragile X syndrome 249, 293 
Fukuyama congenital muscular 
dystrophy (FCMD) 122 (M) 
fungal B chromosomes 84 (M) 


GAL4 transcriptional activator, yeast 
157 (M), 267 (M) 
GAL80 transcriptional repressor, 


yeast 267 (M) 
Gart locus, Drosophila 334 (M) 
gastrulation 


chicken 159 
Drosophila 127 
mouse 266 (M), 333 (M) 
Xenopus 12 
gene conversion 403, 416 
gene mapping 78 (BR), 288 
Drosophila 70, 337, 355 
human 41, 85 
teosinte 302 
gene targeting see targeted 
mutagenesis 
general export pathway, bacteria 
317 
general secretory pathway (GSP), 
bacteria 317 
general transcription factor see TFIIB 
and TFIID 
genetic testing, human 198 
glucose-6-phosphate dehydrogenase 
deficiency 138 
glue gene, Drosophila 135 
glycoproteins 








plant embryogenesis 66 
VSG, trypanosomes 452 
goosecoid gene, mouse 333 (M) 

GRB2 protein 374 (M) 


hair follicle development 55 
heat shock factors CHSF) 51 (M) 
helix-loop-helix (HLH) protein 
202 
c-Myc 91 
MyoD family proteins 144 
hermaphroditization (her) gene, 
C. elegans 1064 
herpes simplex virus (HSV) 
immediate-early (IE) genes 
232 
HIV-1 (human immunodeficiency 
virus type 1) 305 
HO gene, S. cerevisiae 79, 212, 388 
HOM-C complexes, Drosophila 298 
HOM/HOX complexes, hydra 
230 (M) 
homeobox gene 297 
goosecoid, mouse 333 (M) 
HOM/HOxX genes, hydra 
230 (M) 
HOX11, human 51 (M) 
Knotted (Kn1), maize 109, 368 
homeodomains 297 
basidiomycetes 
homeotic gene 
deficiens (defA), Antirrbinum 
83 (M) 
HOM-C, Drosophila 298 
homologous recombination 403, 
423, 437, 446 
Hordeum vulgare 3 
hormones: control of gene 
transcription 76 (BR) 
HOX genes 299 
HOX11, human 51 (M) 
human genetics 115 (BR) 
AN2 gene 374 (M) 
APC gene 231 (M) 
bcr gene 230 (M) 


154 (L), 177 


CDC2H genes 157 (M) 
c-Myc 91 
cystic fibrosis 392 


dbl gene 230 (M) 

DMD gene 191 (M) 

DNA fingerprinting 45 

ETS gene 157 (M) 

eye diseases 85 

fragile X syndrome 249, 293 

GOPD deficiency 138 

genetic testing 198 

genome map 41 

hair development 55 

HIV-1 305 

HOX11 51 (M) 

muscle fiber formation 144 

muscular dystrophy 122 (M), 
191 (M) 


p53 gene 157 (M), 333 (M) 
PAX6 gene 374 (M) 
prion diseases 123 (M) 
prohibitin gene 192 (M) 
retinoblastoma gene (RB1) 180 
vav gene 230 (M) 
Wilms’ tumor 16 
X chromosome inactivation 169 
xeroderma pigmentosum 
(XPAC) gene 123 (M) 
hybridization see also in situ 
hybridization 
analysing nucleic acid sequences 
374 (M) 
digoxigenin-labeled 8 (L) 
mapping human genome 41 
mutation detection in genomic 
DNA 45 (TT) 
radiolabeled probes prepared by 
STS labeling 6 (TT) 
reprobing preparations 
372 (TT) 
hydra see also Chlorohydra 
viridissima 
nervous system 279 
hypotrichous ciliates: genomic DNA 
processing 439 


immunoglobulin (Ug) genes 416 
V(D)J recombination 408, 413 
incompatibility loci 
fungal 154 (L), 174 
plant 381 
in situ hybridization see also 
hybridization 
digoxigenin-labeled 8 (L) 
Drosophila genome map 70 
reprobing preparations 
372 (TT) 
inositol phospholipids: plant cell 
signaling 228 (L) 
insertional mutations 341, 345, 
375 (M) 
integration specificity of 
retroelements 187 
integrin-modulating factor-1 (IMF-1) 
123 (M) 
introns 
Group 1 self-splicing 267 (M) 
RNA editing 326 
isodisomy, uniparental 231 (M) 
Kallmann’s syndrome 10 (M) 
kidney development: Wilms’ tumor 
16 
Knotted (Kn 1) locus, maize 
368 
Kriippel gene, Drosophila 191 (M) 


109, 


lens induction, vertebrates 349 
leukemia see tumors and 
tumorigenesis 


LINEs (long interspersed elements) 


mammalian 307 
plants 105 
lymphocyte adhesion protein 
(LFA-1) 123 (M) 
lymphocyte development: RAG 
genes 413 
lymphoproliferation (/pr) disorder, 
mouse 192 (M) 


maize (Zea mays) 
anthocyanin biosynthetic 
pathway regulation 2066 
Knotted (Kn 1) locus 109, 368 
morphological evolution 302 
transposons 370 
major histocompatibility complex 
(MHC) 
Class II genes 10 (M) 
Class II-restricted antigen 
presentation gene 156 (M) 
malaria: human resistance 138 
mammalian genetics see also mouse 
and human genetics 
hair development 55 
master gene in repetitive DNA 
amplification 307 
morphogenesis 37 (BR) 
myogenesis 144 
Pax genes 119 
X chromosome inactivation 169 
mapping, genes see gene mapping 
mating type 
fungal 154 (L), 174 
S. cerevisiae 446 
switching, fission yeast 208 
Max (Myc-associated X-factor) 94 
McClintock, Barbara 407, 463 (BR) 
MCM1] protein, yeast 83 
membrane secretion, bacteria 317 
meristem development: cdc2 
expression 375 (M) 
mesoderm induction 158 
messenger RNA (mRNA) 
detection via quantitative RT-PCR 
263 (TT) 
editing in plant mitochondria 
322 
magnetic isolation 225 (TT) 
PCR amplification of cDNA 
121 (TT) 
metamorphosis, Drosophila 132 
methylation: DNA 168 
MHC see Major histocompatibility 
complex 
microsatellites 288 
mid-blastula transition 124 
minisatellite variant repeat mapping 
via polymerase chain reaction 
(MVR-PCR), DNA 
fingerprinting 45 
minor lymphocyte stimulatory (Mls) 
genes 399 
mitochondria 
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gene expression regulation 
_ 264 (L) 
plants 128, 322 
mitochondrial DNA 
recombination in plants 128 
regulation of copy number 
264 (TT) 
mitosis see also cell cycle 
Aspergillus nidulans 32 
Drosophila 337 
molecular biology 38 (BR), 
39 (BR), 77 (BR), 221 (BR), 
258 (BR) 
molecular genetics 38 (BR), 
221 (BR), 295 (BR) 
morphogenesis 
Drosophila 122 (M) 
floral 368 
mammalian 37 (BR) 
mouse 37 (BR), 274 
mouse 
cystic fibrosis 
embryogenesis 
362 (BR) 
Evx genes 266 (M) 
fas gene 192 (M) 
gastrulation 266 (M), 333 (M) 
lymphoproliferation disorder 
192 (M) 
Min mutation 231 (M) 
mouse mammary tumor virus 
(MMTV) 236, 400 
mutagenesis 119, 341, 345 
Myn 94 
Pax genes 119 
Wnt genes 236 


375 (M) 
37 (BR), 274, 


Y chromosomal DNA interstitial 


deletion 9 (M) 

mRNA see messenger RNA 

mtDNA see mitochondrial DNA 

Mu 370, 461 

enhancer of transposition 151 

multidrug resistance (mdr) gene, 
mammalian 230 (M) 

multiple intestinal neoplasia (Min), 
mouse 231 (M) 

muscle development, mammalian 
144 

muscular dystrophy see Becker 
muscular dystrophy, 
Duchenne muscular 
dystrophy, Fukuyama 
congenital muscular 
dystrophy 


mutagenesis: mouse 119, 341, 345 


mutant genes: location in genomic 
DNA 48 (TT) 

MVR-PCR, DNA fingerprinting 45 

Myc family genes 91 

Myn gene, mouse 94 

MyoD 144 

myogenesis, mammalian 144 

myogenin 144 
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myotonic dystrophy (DM) 253, 254, 
293 


nephrogenesis: Wilms’ tumor 19 
neurogenesis 

Drosophila 83 (M), 202 

unc-4 gene, C. elegans 156 (M) 
Notch locus, Drosophila 375 (M) 
nuclear hormone receptors 76 (BR) 
nucleus: functional organization 

259 (BR) 


oncogene see also proto-oncogene 
dbl gene 230 (M) 
HOX11 51 (M) 
oncogenesis: inhibition by p53 
333 (M) 
oogenesis: Notch locus, Drosophila 
375 (M) 
osteoinduction factor: BMP 97 
out genes, bacteria 317 


P element, Drosophila 329 

P1 cloning system 11 

p53 157 (M), 333 

Parascaris univalens: chromatin 

diminution 427 
pathogen-plant coevolution 213 
pathogenic bacteria: genetic 

variation 422 
pattern formation 

dorsoventral, Drosophila 
191 (M) 
intrasegmental, Drosophila 237, 
243 
Knotted (Kn1) gene, maize 109 
nervous system, Drosophila 
202, 334 (M) 
salivary gland determination, 
Drosophila 122 (M) 
Pax genes 119 
Pax3 gene 119 
PAX6, human 374 (M) 
Pax6, mouse 374 (M) 
PCR see polymerase chain reaction 
phage see bacteriophage 
phage shock proteins (psp): operon 

50 (M) 
pheromone response pathway, 

U. maydis 174 
phorogenesis: P. blakesleeanus 2068 
photomorphogenesis 

P. blakesleeanus 268 
plant 1 
Phycomyces blakesleeanus 268 
plant-pathogen coevolution 213 
plant transcription factors 22 
Plasmodium falciparum see malaria 
poly(A)*mRNA: purification and PCR 
amplification 121 (TT) 
polyacrylamide—agarose composite 
gels: DNA fingerprinting 
82 (TT) 


polymerase chain reaction (PCR) 
220 (BR) 
amplification of DNA with 
DMSO 227 (TT) 
amplification of poly(A)*mRNA 
121 (1T) 
detection of fragile X site 252 
detection of mRNA 263 (TT) 
magnetic isolation of mRNA 
225 (TT) 
MVR-PCR, DNA fingerprinting 
45 
products, SSCP detection 
49 (TT) 
sequencing with formamide 
332 (TT) 
wax for protocols 
polymorphism 
GOPD system 143 
plant pathogen resistance 215 
SSCP detection in PCR products 
49 (TT) 
polytene chromosomes, Drosophila 
132 
position-effect variegation, 
Drosophila 169 
postimplantation development: 
mammalian embryos 
37 (BR), 362 (BR) 
postmeiotic segregation, S. cerevisiae 
50 (M) 
primitive streak 
formation in chicks 160 
graded expression of Eux-1 
206 (M) 
prion diseases 123 (M) 
prion protein (PrP) gene 123 (M) 
programmed cell death, C. elegans 


301 (TT) 


9 (M) 
prohibitin gene, human 192 (M) 
promoter/enhancer 
functioning in trans 151 
HSV IE 232 


spontaneous generation by point 
mutation 229 (L) 
protein secretion, bacterial 317 
protein-tyrosine kinase (PTK) 
focal adhesion kinase (pp125*4*) 
267 (M) 
Srce-related 61 
proto-oncogene see also oncogene 
c-Myc 91 
vav 230 (M) 
Wnt-1 2306 
pul genes, bacteria 317 
pulsed field gel electrophoresis 
(PFGE): preparation of high 
molecular weight DNA 
371 (TT) 


rabbit: immunoglobulin gene 
conversion 416 
RAD 14 gene, yeast 123 (M) 








radiation: effects of Chernobyl 
accident 230 (M) 
radiolabeled hybridization probe: 
preparation 6 (TT) 
RAG (recombination activating) 
genes 410, 413, 420 
RAP 1-interacting protein 231 (M) 
ras genes and Ras proteins 
link with tyrosine kinases 
374 (M) 
signal transduction 
230 (M) 
rDNA see ribosomal DNA 
recombinant DNA technology 
40 (BR) 
recombinases 432 
recombination 403, 423 see also 
site-specific recombination 
assay of human genome map 
41 
rDNA, Drosophila 338 
plant mtDNA 128 
V(D)J gene 408, 413, 416 
yeast artificial chromosomes 
334 (M) 
recombination activating (RAG) 
genes 413 
repetitive DNA amplification, 
mammalian 307 
repetitive elements, Drosophila 
335 
replication: eukaryotic origins 376 
restriction fragment length 
polymorphism (RFLP) maps, 
H. vulgare 5 
retinitis pigmentosa 86 
retinoblastoma (RB1) gene, human 
180 
retroelements 
higher plants 103 
integration specificity 187 
retrotransposons see retroelements 
retrovirus: integration specificity 
187 
reverse transcriptase-polymerase 
chain reaction (RT-PCR): 
detection of rare mRNA 
263 (TT) 
ribosomal DNA, Drosophila 335 
RNA see also messenger RNA, 
transfer RNA 
editing, plant mitochondria 322 
import into mitochondria of 
transgenic plants 231 (M) 
isolation from eukaryotic cells 
190 (TT) 
magnetic isolation 225 (TT) 
RNA polymerase 
interaction with TATA-binding 
protein 284 
movement during transcription 
123 (M) 
Rous sarcoma virus (RSV) 267 (M) 


192 (M), 


RT-PCR: detection of rare mRNA 
263 (TT) 
runt gene, Drosophila 83 (M) 


Saccharomyces cerevisiae 257 (BR) 
gene regulation 79 
hairpin formation in DNA 


50 (M) 

homeodomain proteins 154 (L), 
178 

inhibition of cell proliferation 
157 (M) 


mating-type switching 212, 446 
MCM1 protein 83 (M) 
signal recognition particle 


10 (M) 
SIN genes 375 (M), 387 
SNF genes 387 
SPT genes 334 (M), 387 


SWI genes 387 
Ty elements 187, 266 (M) 
Schizosaccharomyces pombe 
cdc25 gene 126 
mating-type switching 208 
sdc (sex and dosage compensation) 
gene, C. elegans 1064 
sea urchin 
axis determination 223 
temporal regulation of 
embryogenesis 124 
secondary axis determination: sea 
urchin 223 
secretion of proteins across bacterial 
membranes 317 
self-incompatibility (SD locus, higher 
plants 381 
self-splicing introns 267 (M) 
sem-5 gene, C. elegans 192 (M), 
374 (M) 
senescence 150 (BR) 
cellular 193 
sensory organ patterning, 
Drosophila 202, 334 (M) 
sequence tagged site (STS) 
radiolabeling 6 (TT) 
sequencing 
analysing data 52 
DNA, Drosophila 3506 
PCR with formamide 332 (TT) 
using arrays of oligonucleotides 
374 (M) 
serine/threonine kinase receptor 
84 (M) 
serum response factor (SRF): 
conservation of protein 
domain 83 (M) 
severe combined immune deficiency 
(scid) mutation, mouse 409 
sex 
development in Basidiomycetes 
154 (L) 
development in P. blakesleeanus 
268 


human X chromosome evolution 
84 (M) 
hypotrichous ciliates 438 
role of DNA damage 149 (BR) 
sex combs reduced (scr) gene, 


Drosophila 122 (M) 
sex determination 
C. elegans 164, 267 (M), 312 


Drosophila 156 (M), 261 
sex-lethal (Sx]) gene, Drosophila 
156 (M), 206, 261 
Sherman paradox 250 
short interspersed elements (SINEs), 
mammalian 307 
sigma factors, E. coli 50 (M) 
signal recognition particle, 
S. cerevisiae 10 (M) 
signal transduction 
Drosophila 243 
photomorphogenesis 1 
plant cells 228 (L), 369 
Ras signaling 230 (M), 374 (M) 
sem-5 gene, C. elegans 192 (M) 
sex determination, C. elegans 
165 
T cell receptor 61 
SIN genes, S. cerevisiae 387 
single-stranded conformation 
polymorphism (SSCP): 
detection in PCR products 
49 (TT) 
site-specific recombination 403 
catalysis by recombinases 432 
pathogenic bacteria 425 
V(D)J joining 408 
yeast mating-type switching 
446 
skeletal development 97 
Socus, higher plants 381 
SLG (Slocus glycoprotein) genes, 
Brassica 382 
SNF genes, S. cerevisiae 387 
Solanaceae: Slocus gene 381 
somatic embryogenesis 66 
spermatogenesis, C. elegans 
267 (M) 
splicing 
exon shuffling 157 (M) 
plant mitochondria 322 
splotch (sp) gene, mouse 119 
sporangiophore development, 
P. blakesleeanus 268 
SPT genes, S. cerevisiae 334 (M), 
387 
Sre-related protein tyrosine kinases 
61 
S-RNases, Solanaceae 385 
STE6 gene, yeast 230 (M) 
steroid hormones: ecdysone 132 
stress-induced response 
E. coli 50 (M) 
oligomerization of HSF 51 (M) 
plant retrotransposons 107 
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SUC2 gene, S. cerevisiae 388 

superantigen 399 

SWI genes, S. cerevisiae 79, 387 

synapse specificity, C. elegans 
156 (M) 


T cell 
stimulation 399 
surface antigens 61 
tumors 51 
T cell receptors (TCR) 399 
signaling 61 
V(D)J recombination 408, 413 
T lymphocyte activation 61 
tRNA see transfer RNA 
tandem repeat internal mapping 
(TRIM), DNA fingerprinting 
45 
targeted mutagenesis 
C. elegans 84 (M) 
mouse 375 (M) 
Tat protein, HIV-1 3065 
TATA-binding protein (TBP) 285 
TATA box 27, 284 
telomere 
length regulation 231 (M) 
regulation of cellular senescence 
193 
VSG gene expression 456 
teosintes (Zed species): 
morphological evolution 
302 
TFIIB 9 (M), 284 
TFIID 24, 28, 284, 334 (M) 
tissue culture: plant 78 (BR) 
trans-activation 266 (M), 365 
trans-splicing 322, 455 


transcription 
apical localization of RNA 
polymerase 123 (M) 


conservation and evolution in 
eukaryotes 27 

hormonal control 76 (BR) 

map, human genome 41 

S. cerevisiae 334 (M), 387 

silencing 231 (M), 447 

Tat protein, HIV-1 3065 

TATA-binding protein 284 
transcription factors 

ACE2, S. cerevisiae 79 

DEFA protein, Antirrhinum 83 

encoded by maize B gene 


266 (M) 
eukaryotic 27 
GAL4, yeast 267 (M) 


GAL80, yeast 267 (M) 

heat shock factors (HSF) 51 (M) 

MyoD family 144 

p53 protein 157 (M), 333 (M), 
305 

plants 22, 369 

SIN proteins, S. cerevisiae 
375 (M), 387 
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SNF proteins, S. cerevisiae 387 
SPT proteins, S. cerevisiae 387 
SRF, mammalian 83 (M) 
SWI proteins, S. cerevisiae 79, 
387 
TBP 285 
TFIIB 9 (M), 284 
TFIID 24, 28, 284, 334 (M) 
WT1 18 
transdifferentiation (phenotype 
conversion) 118 (BR), 283 
transfer RNA (tRNA) 
import into mitochondria of 
transgenic plants 231 (M) 
self-splicing introns 267 (M) 
transformation, C. elegans 50 (M) 
transformer (tra) genes 
C. elegans 1064 
Drosophila 201 
transforming growth factor B 
(TGF-B) 
BMP 100 
Drosophila 191 (M) 
Xenopus 158 
transgenic animals 
mouse 341, 345 
transposable elements see also 
retroelements 
Drosophila 356 
hypotrichous ciliates 438 
P element, Drosophila 329 
plants 370 
Ty element, S. cerevisiae 
266 (M) 
transposition 403 
bacteriophage Mu 151 
P element, Drosophila 329 
tRNA see transfer RNA 
trypanosomes: antigenic variation 
454 
tubulin, A. nidulans 32 
tumors and tumorigenesis 
HOX11 51 (M) 
lymphoproliferation disorder, 
mouse 192 (M) 
mammalian tumor supressor 
gene: p53 157 (M), 333 (M) 
mdr gene 230 (M) 
Min, mouse 231 (M) 
mouse mammary tumor virus 
2306, 400 
prohibitin gene 192 (M) 
radiation effects 230 (M) 
retinoblastoma (RB1) gene 
180 
Wilms’ tumor 26 
Ty element, S. cerevisiae 187, 
266 (M), 388 
tyrosine kinase 
link with Ras signaling 374 
p56/p59 61 
pp125F4K = 267 (M) 
Sre-related 61 


363 (BR) 


unc-4 gene, C. elegans 150 (M) 
uniparental isodisomy 231 (M) 
upstream activation sites (UAS) 27 
Ustilago maydis 
homeodomain proteins 
mating types 174 


154 (L) 


vav gene, human 230 (M) 

variable number of tandom repeat 
sequences (VNTRs) 288 

variant surface glycoprotein (VSG), 
trypanosomes 452 

Vavilov Institute of Plant Industry 
157 (M) 

V(D)J recombination 408, 416 

activation 413 

V-J joining 404 

vulval induction, C. elegans 
192 (M), 315 


Waardenburg’s Syndrome type I 
(WSI) 119, 374 (M) 

Wilms’ tumor 16 

wingless (wg) gene, Drosophila 
237, 243 

Wnt genes 

axis induction, Xenopus 

51 (M), 158, 239 


X chromosome 
blue cone monochromacy 88 
evolution 84 (M) 
fragile X syndrome 249, 293 
GOPD gene 138 
inactivation in mammals 169 
Kallmann’s syndrome 10 (M) 
Xenopus laevis 186 (BR), 256 (BR) 
axis formation 51 (M), 158, 236 
gastrulation 127 
lens induction 349 
mesoderm induction 158 
myogenesis 148 
temporal regulation of 
embryogenesis 124 
Xeroderma pigmentosum (XPAC) 
gene, human 123 (M) 
XO lethal (xol) gene, C. elegans 
164 


Y chromosome: Zfy gene 9 (M) 
YAC see yeast artificial chromosome 
yeast see Saccharomyces cerevisiae 
and Schizosaccharomyces 
pombe 
yeast artificial chromosome (YAC) 
cloning DNA 122 (M), 462 (BR) 
Drosophila genome map 70 
identification of exons 42 
meiotic recombination 334 (M) 
reconstruction of DMD gene 
191 (M) 


Zfy gene 9 (M) 











